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SARS-CoV-2 B.1.1.7 variant of concern detected in a pet dog
and cat after exposure to a person with COVID-19, USA
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1 | INTRODUCTION

The evolution and emergence of severe acute respiratory syn-

drome coronavirus 2 (SARS-CoV-2) variants have caused concern

Abstract

As part of a longitudinal household transmission study of pets living with persons
with COVID-19 in Texas, two pets were confirmed to be infected with the SARS-
CoV-2 B.1.1.7 variant of concern (VOC). The pets were a dog and a cat from the same
household, sampled two days after their owner tested positive for COVID-19. The
oral, nasal and fur swabs for both pets tested positive for SARS-CoV-2 by gRT-PCR
and consensus whole-genome sequences from the dog and cat were 100% identi-
cal and matched the B.1.1.7 VOC. Virus was isolated from the cat's nasal swab. One
month after initial detection of infection, the pets were re-tested twice at which time
only the fur swabs (both pets) and oral swab (dog only) remained positive, and neu-
tralizing antibodies for SARS-CoV-2 were present in both animals. Sneezing by both
pets was noted by the owner in the weeks between initial and follow-up testing. This
study documents the first detection of B.1.1.7. in companion animals in the United
States, and the first genome recovery and isolation of B.1.1.7 variant of concern glob-

ally in any animal.
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for increased transmissibility (Davies, et al., 2021), pathogenic-
ity (Davies et al., 2021), and altered effectiveness of diagnostics
(Ascoli, 2021), therapeutics and vaccines (Altmann et al.,, 2021).
Human-to-animal transmission of SARS-CoV-2 is well-documented
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